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TERMite

• NER software

• Ontology based dictionaries

• Variation engine

• Context awareness

• Fuzzy matching
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CORD19 JSON + TERMite

• Injected annotations back into json

• Sentence level

• Vocabularies:

• SPECIES (NCBI Taxon)

• GOONTOL (Gene Ontology)

• INDICATION (MeSH)

• COUNTRY

• HPO (Human Phenotypes)

• GENE (HGNC)

• DRUG (ChEMBL)

• SARSCOV (CV strains/processes)

• CVPROT (COVID19 proteins)
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Sentence co-occurrence link prediction

• Created a graph with entities as nodes and 
cooccurrences as edges

• Trained a Node2Vec model on the graph

• Took a subset of pairs from the graph (50% of pairs 
with an edge between them, 50% without)

• Trained a voting classifier (Bayes, random forest, 
SVM) to predict whether two nodes had an edge 
using N2V vectors as inputs

• Used the classifier to predict whether edges should 
exist between COVID19 and various drugs



© 2018 SciBite Limited © 2018 SciBite Limited 

Results

Amongst the top results were a number of current treatments and every drug on the UK RECOVERY trial 
was predicted positive:

LOPINAVIR 
('DRUG#CHEMBL729', 0.9002093303149289)

TOCILIZUMAB 
('DRUG#CHEMBL1237022', 0.8566227215913061)

AZITHROMYCIN 
('DRUG#CHEMBL529', 0.8449364152421964)

DEXAMETHASONE 
('DRUG#CHEMBL384467', 0.6905889431062587)

HYDROXYCHLOROQUINE 
('DRUG#CHEMBL1535', 0.6801592404826229)


