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Eﬁ Bioschemas Our approach

Bioschemas is a community initiative built on top of q; Contributing with TESTING\ Testing adoption
schemas.org, aiming to improve data discoverability and Life Sciences PROGRESs| in Life Sciences
interoperability in Life Sciences. In order to do so, Bioschemas ‘ schemas
provides specifications targeting biological data repositories
and datasets, beacons, samples, laboratory protocols,
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phenotypes and proteins, among others. Bioschemas is still in
an early stage so it is not yet officially included in schema.org;
its inclusion is expected for early 2018.
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